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Abstract– Genetic association and path coefficient analysis were studied at phenotypic and genotypic levels
in 19 genotypes of greengram for various quantitative characters during kharif 2022. The experimental
design which was used to conduct the experiment was a randomized block design. Analysis of variance
revealed highly significant differences among the genotypes for all the characters under study indicating
the presence of adequate variability among the varieties. Estimates of phenotypic coefficient of variation
(PCV) were higher than genotypic coefficient of variation (GCV) for all characters. High heritability was
observed with high genetic advance as mean percentage by 100 seed weight, biological yield and harvest
index. Number of clusters per plant, number of pods per plant, number of seeds per pod, 100 seed weight,
harvest index and seed protein content showed significant and positive phenotypic correlations in seed yield
per plant. Specific seed yield per plant showed significant and positive genotypic correlation with number
of clusters per plant, number of pods per plant, number of seeds per pod, 100 seed weight, harvest index
and seed protein content. High magnitude of positive direct effect at phenotypic level on grain yield per
plant was shown by number of clusters per plant, number of pods per plant, pod length, number of seeds
per pod, 100 seed weight, biological yield, harvest index and seed protein. High intensity of positive direct
effect at genotypic level on seed yield per plant, number of clusters per plant, harvest index, biological yield,
plant height and number of pods per plant was applied by material.

INTRODUCTION

Greengram is one of the most prominant pulses
grown in India. It is a rich source of protein, about
25% and very digestible. It is eaten in the form of
“dal” (either whole or split, shelled and unshelled).
This herb is used in South India as a vegetable or in
savory dishes. Greengram is a good source of
riboflavin and thiamin. Greengram improvement is
largely dependent on selection between multiple
parents with limited genetic variation. In self-
pollinated species such as Vigna, the main challenge
of the breeder is to concentrate superior alleles into
one pure line or cultivar. Because of the evolutionary
history of plants, it is clear that even the best plants
do not have what can be described as economic
value. The addition of high beneficiary alleles will
greatly increase the genetic worth of the optimal
population for breeders. A practical problem in this
process is to identify procedures that will provide

genetic information about breeding potential and
determine the proportion of advantageous alleles
present in one or more source populations in one or
more languages population. Correlation coefficient
analysis measures the correlation between different
plant traits and identifies traits that are the basis for
selection to improve genetic fertility. Correlation
studies in the selection of suitable cultivars will
provide reliable information on the nature, size and
direction of selection, especially when breeders
need to combine high yield potential with desired
agronomic traits and grain quality traits. Path
coefficient analysis is a standard regression
coefficient that measures the direct effect of one
variable on another variable. Direct harvesting is not
a safe method as it affects the environment.
Therefore, it is necessary to identify the
characteristics of components that can increase
yield.
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MATERIALS AND METHODS

The research trial was conducted at the Student
Instructor Farm, Chandra Shekhar Azad University
of Agriculture and Technology, Kanpur, consisting
of 19 greengram genotypes with three replications
in a randomized block design during kharif 2022.
Thirteen yield related parameters, namely days to
50% flowering, days to maturity, plant height (cm),
number of branches per plant, number of clusters
per plant, number of holes per plant, number of
seeds per pod, 100 - correlation in phenotype. and
genotype level and path coefficient analysis to assess
seed weight (g), biological yield (g), yield index (%),
seed protein content (%) and seed yield per plant (g)
were studied for the estimation of genotypic and
phenotypic correlation and direct and indirect
effects.

RESULTS AND DISCUSSION

Analysis of variance rectified the significant
differences for all the characters studied among the
genotypes, stipulating that there is sufficient
variability within the species. The estimated
phenotypic coefficient of variation (PCV) was higher
than the genotypic coefficient of variation (GCV) for
all characters. High heritability, high genetic
advance and weight of 100 seeds as an average
percentage, biological yield and yield index were
observed.

Correlation Coefficient Analysis

In Table 1 the present study of phenotypic
correlation, the most important trait seed yield per
plant displayed significant and positive phenotypic
correlation with number of clusters per plant,
number of pods per plant, number of seeds per pod,
100 seed weight, harvest index and seed protein
content and had exhibited significant and negative
correlation with days to 50% flowering, days to
maturity and plant height.

In Table 2 the present study in genotypic
correlation, the most important and dependent trait
seed yield per plant had exhibited significant and
positive genotypic association with number of
clusters per plant, number of pods per plant,
number of seeds per pod, 100 seed weight, harvest
index and seed protein content and exhibited
significant and negative genotypic correlation with
days to 50% flowering, days to maturity, plant
height and number of branches per plant.

Overall, the genotypic correlation coefficients
were higher than phenotypic correlation coefficients
revealing that there is strong inherent association
between different pairs of characters in greengram
genotypes.The present studies were collaborated
with the findings of the earlier researchers
(Tejaswini et al., 2022 and Goyal et al., 2021)

In table 1 the present study of phenotypic
correlation, the most important trait seed yield per
plant displayed significant and positive phenotypic
correlation with number of clusters per plant,
number of pods per plant, number of seeds per pod,
100 seed weight, harvest index and seed protein
content and had exhibited significant and negative
correlation with days to 50% flowering, days to
maturity and plant height.

In Table 2 the present study in genotypic
correlation, the most important and dependent trait
seed yield per plant had exhibited significant and
positive genotypic association with number of
clusters per plant, number of pods per plant,
number of seeds per pod, 100 seed weight, harvest
index and seed protein content and exhibited
significant and negative genotypic correlation with
days to 50% flowering, days to maturity, plant
height and number of branches per plant.

Overall, the genotypic correlation coefficients
were higher than phenotypic correlation coefficients
revealing that there is strong inherent association
between different pairs of characters in greengram
genotypes. The present studies were collaborated
with the findings of the earlier researchers
(Tejaswini et al., 2022 and Goyal et al., 2021)

Path coefficient analysis

The direct and indirect effects of different characters
on plant seed production at the phenotype and
genotype levels are presented in Tables 3 and 4.

At the phenotypic level, the positive effect on
yield per plant is significantly influenced by the
number of clusters collected per plant, number of
plant fish, pod length, number of pods, weight of
100 seeds, biological yield, yield and seed index.
protein composition. At the phenotypic level, the
highest magnitude of negative effects on plant grain
yield was exertedby days to flowering, days to
maturity, plant height, and number of shoots per
shoot.

At the genotypic level of path analysis, the
positive effect was higher on seed yield per plant,
number of clusters per plant, yield index, biological
yield, plant height and number of plant shoots. At
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the phenotypic level, the magnitude of the higher
negative direct effect on grain yield per plant is
influenced by the number of plant shoots, seed
protein content, weight of 100 seeds, pod length,
days to 50% flowering, days to maturity and the
number of plant branches. The current study is
supported by the findings of previous researchers
(Muralidhara et al., 2015 and Ahmad et al., 2019).
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